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Figure S3. Detrended correspondence analysis (DCA) for microbial community composition 

measured by GeoChip (A); 454 sequencing of 16S rRNA gene (B); and PLFAs (C). UU stands 

for unclipped-unwarmed, UW for unclipped-warmed, CU for clipped-unwarmed and CW for 

clipped-warmed plots.  
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